
Chapter Five
5.0 Result Discussion 
The microbial analysis of the meat samples reveals significant insights into the presence of both bacteria and fungi, which are critical for understanding food safety and quality. The results indicate varying levels of microbial contamination across different meat types, with implications for public health and meat processing practices.
The quantitative results show that the bacterial load in the meat samples ranged from 1.2 times (mg/kg) in Sample A (Goat meat) to 8.2 times (mg/kg) in Sample C (Cow meat). Notably, Sample C exhibited the highest bacterial count, which could be attributed to factors such as the source of the meat, handling practices, and storage conditions. The presence of high bacterial counts, particularly in cow meat, raises concerns regarding the potential for foodborne illnesses, as highlighted by recent studies indicating that beef is often associated with pathogens like E. coli and Salmonella (Hussain et al., 2021).
In contrast, the fungal load was only detected in Samples A and B, with values of 2.0 times (ppm) and no growth (NG) in the other samples. The absence of fungi in Samples C and D suggests that the environmental conditions or the meat processing methods may have inhibited fungal growth. The presence of fungi, particularly Aspergillus niger, in Sample A is noteworthy, as it can produce mycotoxins that pose health risks (Khan et al., 2022).
The presence of Staphylococcus aureus is particularly concerning, as it is a common pathogen associated with food poisoning and can lead to severe gastrointestinal issues (Bennett et al., 2020). The detection of Pseudomonas aeruginosa across all samples indicates a potential risk for spoilage, as this bacterium is known for its ability to thrive in various environments and can lead to meat spoilage (Baker et al., 2023).
The isolation of Escherichia coli in multiple samples, especially in cow meat, aligns with findings from previous studies that have linked this bacterium to fecal contamination and foodborne outbreaks (Smith et al., 2021). The presence of Klebsiella spp and Proteus spp in Samples B and D, respectively, further emphasizes the diverse microbial flora present in meat products, which can vary based on the source and handling practices.
The findings from this study underscore the importance of stringent hygiene practices in meat processing and handling to mitigate the risks associated with microbial contamination. The presence of pathogenic bacteria such as Staphylococcus aureus and Escherichia coli necessitates regular monitoring and adherence to food safety standards to prevent foodborne illnesses.
Recent literature emphasizes the need for improved meat inspection protocols and consumer education regarding safe meat handling practices (Jones et al., 2022). Additionally, the role of proper storage conditions in inhibiting microbial growth cannot be overstated, as temperature control is crucial in maintaining meat quality and safety (Nguyen et al., 2023).
The microbial analysis of the meat samples reveals significant levels of bacterial contamination, with implications for food safety and public health. The presence of pathogenic bacteria highlights the need for improved hygiene practices in meat processing and handling. Future studies should focus on the development of effective interventions to reduce microbial loads in meat products and enhance food safety.
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